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A pedigree for autosomal dominant trait
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A pedigree for autosomal recessive trait
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Population frequencies and familial clustering of human
autoimmune and immune-related diseases

Population Sibling

Diseases Frequencies (%) Risk (%) As
Psoriasis 2.8 17 6

Rheumatoid arthritis 1.0 8 8

Graves disease 0.5 7.5 15
Type 1 diabetes 0.4 6 15
Ankylosing spondilitis 0.13 7 54
Multiple sclerosis 0.1 2 20
Ulcerative colitis 0.1 1.2 12
Lupus (SLE) 0.1 2 20
Crohn’s disease 0.06 1.2 20
Narcolepsy 0.06 1 12
Celiac disease 0.05 3 60
Primary biliary cirrhosis 0.008 0.8 100

Vyse, TJ and Todd, JA, reviewed in Cell, 1996
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